. Number of sequenced and uniquely mapped reads Table S3 . List of the primers used for bisulfite sequencing Normal mouse IgG (IgG) was used as a negative control. The same amount of chromatin fragments as used for each immunoprecipitation was also subjected to PCR without IP as a positive control (Input).Values are mean ± SD (n=3). Statistical analysis was performed using Student's 2-tailed t-tests. N.S.=not significant. Figure S10 . Effects of Nusap1-overexpressing-rescue vector infection on the expression levels of pancNusap1 and Nusap1 in Undiff PC12 cells. The lentivirus used for the rescue experiments successfully caused a reduction of pancNusap1 and overexpression of Nusap1. Gapdh was used as a control. Empty vectorinduced PC12 cells were used as a negative control. Statistical analysis was performed using Student's 2-tailed ttests. **P<0.01; ***P<0.001. 
sh-pancNusap1
Relative enrichment level (/input signal) +128 +217
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